Matrix techniques applied to CML-typedH-2 mutants.
Techniques associated with the Labeled Reaction Matrix model are used to provide several assignments of discrete labels to some serologically identical, CML-typedH-2 haplotypes. It is shown how this model can utilize the internal consistency of a labeling scheme to aid in making decisions on assigning values of 'positive' or 'negative' to reactions of questionable strength. A few examples of labeling schemes that may suggest further experimentation are derived.